Mixed models: getting the best use of parasitological data.
Statistical analysis of parasitological data provides a powerful method for understanding the biological processes underlying parasite infection. However, robust and reliable analysis of parasitological data from natural and experimental infections is often difficult where: (1) the distribution of parasites between hosts is aggregated; (2) multiple measurements are made on the same individual host in longitudinal studies; or (3) data are from 'noisy' natural systems. Mixed models, which allow multiple error terms, provide an excellent opportunity to overcome these problems, and their application to the analysis of various types of parasitological data are reviewed here.